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Safe Harbor Statement

= énmpugen

Thispresentationcontains"forward-looking statements"within the meaningof the Private
SecuritiesLitigation Reform Act of 1995 These statements include words like "may,"

"expects," "believes," and "intends," and describe opinions about future events These
forward-looking statementsinvolve known and unknownrisksand uncertaintiesthat may
causethe actual results, performance or achievementsof Compugento be materially
different from any future results, performanceor achievementsexpressedor implied by

suchforward-looking statements Theserisksare more fully explainedunder the heading
"RiskFactors"in Compugen'sannualreports on form 20-Fthat are filed with the Securities
and Exchange&CommissionCompugens presentingthis information as of the date of the

presentationand expresslydisclaimsany duty to update the information containedin this

presentation This presentation containsinformation from third-party sources,including
data from studiesconductedby others and market data and industry forecastsobtained

from industry publications AlthoughCompugerbelievesthat suchinformation is reliable,

we have not independentlyverified any of this information and we do not guaranteethe

accuracyr completenes®f this information.




Mission, Area of Focuand Business Model
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Mission

POAEAT S /1 2YLMZASYQa £ Sl RSNEF
discovery to provid@harmawith superior product

candidates on a continuing and systematic basis

Area of focus
Protein and antibody therapeutics in the fields of oncology
and immunology

Business Model

Maximize the number o€ompugerdiscovered product
candidates in the development pipelines of leading
pharmaceutical and biotech companies worldwide, pursuant
to milestone/royalty or other revenue sharing arrangements
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Discovery by
Observation

History of Drug
Discovery

ARelying upon
observations of
experimental results

AiEasyo discoveries

made first, then gets
more and more
difficult

The Promise of Predictive Drug Discovery

Discovery by
Prediction &
Selection

Compugen

AUtilizing in silico models based
on proprietary understandings of
key biological phenomena to
predict novel molecules and
their functions in disease
modulation

AContinuous improvement of in
silico models with each discovery
attempt whether successful or not




Investing in the Required Unique Infrastructure
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Predicting proteolytic sites in extracellular proteins:

only halfway there
Yossef Kliger"* T, Eyal Gofer" T, Assaf Wool", Amir Toparik! ifl.2
Al
M Pe ptl dome Systematic identification of abundant A-to-1

editing sites in the human transcriptome
o ; nature
i iotechnology
£ -

Erez Y Levanon® 2 %, Eli Eisenberg' %, Rodrigo Yelin'’ #, Sergey
Nemzer* #, Martina Hallegger®, Ronen Shemesh?!, Zipora Y
Fligelman?, Avi Shoshan!, Sarah R Pollock?, Dan Sztybel*, Moshe

0Olshansky?®, Gideon RNA edltlng sch®

The Birth of an Alternatively ’
Spliced Exon: 3’ Splice-Site '.‘
Selection in Alu Exons )

Galit Lev-Man won,! Gil Ast'f
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A Non-EST-Based Method for Fxon-Skipping Prediction ; Correflated Mutatid

. . . e \“‘;..
Gene fusion Pseudogenes [/ 1o native Splicing- N Dy

Over 70 publications in peer-reviewed journals since 2001

Deep understandings of key Predictive modeling
biological phenomena and integration



http://www.genome.org/content/vol16/issue1/

Investing in the Required Unique Infrastructure
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A Non-EST-Based Method for Exon-Skipping Prediction

on Pseudogenes ['ajternative Splicing:

Over 70 publications in peer-reviewed journals since 2001

Deep understandings of key Predictive modeling
biological phenomena and integration



http://www.genome.org/content/vol16/issue1/
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Utilizing the Integrated Infrastructure
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GeneDex Englne
& Unified Resource

Specialized Algorithms and Queries
Disease specific, protein family, pathway analysis
protein prediction and annotation, splice variants,

protein-protein interactions, drug response and mo

{l{lil[l{l[l[l[l[l

Novel Therapeutic Proteins & Drug Targets




Protein therapeutics ananAbtherapeutics

= Higher specificity and reduced toxicity compared
with small molecule drugs

= Higher development success rate

= From first use in humans to regulatory approval,
mADbtherapeutics success rate is more than double
that of small molecule drugs

s Bio-similarsare not mainstream and thus market
value should extend well beyond patent term

= New FollowOn Biologics legislation givé8years
market monopoly regardless of patent life

= Global market is substantial, with highest growth
rates in drug industry

: By2015*

= Monoclonal antibodies sales are forecasted to reach
$64 Billion

» Therapeutic proteins sales are forecasted to reach
$78Billion

*Busi ness

l nsights
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Oncology and Immunology

= Unmet medical needs of high interest to
pharma

= Disease complexity makes experimentally
based discovery of new drug candidates
most challenging

« /| 2 Y LIdzprsdjctvé discovery is well
suited to disease complexity

= Biologics are mostly developed for
oncology and immunology

= Commercial opportunities for early stage
discoveries

= ~50% of the alliances signed piarmaare
at the discovery stage*

*Recap analysis for 2005-2009
I
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= Oncology and immunology focus

= Based on pathways, protein families and
targets of high industry interest

= Currently 30 early stage product candidates
= Continuing discovery runs

= Moving selected candidates further in
development from POC in animal disease
model to prelND stage
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CGEN-15001

(
CGEN-15021

(
CGEN-15091

Six
Undisclosed

Pipeline Program Highlights:
Protein Therapeutics

In Silico
Prediction
& Selection

Proof of

Validation Concept

Protein Therapeutic (novel B7-like)
AAutoimmune diseases (MS*, RA**)
Alnflammatory diseases

Protein Therapeutic (novel B7-like)
AAutoimmune diseases (MS*, RA**)
Alnflammatory diseases

Protein Therapeutic (novel B7-like)
AAutoimmune diseases (MS*)
Alnflammatory diseases

Protein Therapeutics
(immunomodulatory proteins

AAutoimmune diseases
Alnflammatory diseases

MS* = Multiple Sclerosis, RA** = Rheumatoid Arthritis

Candidate

Pre-IND

11



Example: Applying our Capabilities

= compugen I Discovery of Novel Protein Family Members

Prediction of Lalildo Prediction of Further
all human proteins with proteins refined

proteins = family & expressed on & prioritization
characteristics diseased cells criteria

12



Example: Applying our Capabilities
-compugen | [jscovery of Novel Protein Family Members

Discovery of multiple
novel protein family

members,
e.g., CGEN500], for
autoimmune diseases

Experimental
validation

13
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CGENL5001a Novel Imm
Therapeutic Protein

unomodulatory B7-like

Long term amelioration of disease symptoms following short administration in EAE model
(model of multiple sclerosis)

Mean Clinical Score

—a—Control Ig (100ug: Day 25: 6 Consecutive Days)
—-—CGEN-15001 (30ug: Day 25: 6 Consecutive Days)
—=—CGEN-15001 (30ug: Day 25: 3x/wk for 2wks)

o 5

10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85

90 95 100
Days Post Disease Induction

Inhibition of T cell activation

Thl/Th17inhibiti

lon with Th2 promotion

=0 () Control |
—— CoRL gggggi I == g
e TH 20000 I CGEN15001
10000
rooo
4000
- = 1000
\ £
| II
! # ! " IFNg  IL17 L4 IL$

Concentration (ugimi)

Thl Thi17 Th2 Th2

Shortterm therapeutic treatment with CGEN
15001at onset of remission:

A Longterm inhibition of disease

A Dramatic amelioration of disease symptoms
A Complete abolishment of relapses

A Induction of immune tolerance

Potent reductionin clinical signsn CIA model
(model of rheumatoid arthritis)

Efficacy was similar to that dEnbrel(etanercep)

- FBS

- CGEN-15001 100ug

- CGEN-1500 30ug

—i— Enbrel 100ug

B 10G2a isotvpe control 100ug

14



Two Additional B/CD28-like Proteins

= Product CandidatesCGEMN5021& CGEN5091

In vivo model of MS In vivo model of RA
4 —4— Control Ig 6
CGEN-15021
& SeEntcos o e
3 —=- CTLA4 Ig . Treatment
I —4—CTLAA Iy

-

Mean Clinical Score
&)
Mean Clinical Score

/s - Y - Jeg . ;1
0- A L F = {:"‘.-.2: m?;;"‘:’:e:ea 0 . . . . . . . . .
12 19 26 33 N . m L ) A @ a3 .8
Days Post Disease Induction Days After Disease Onset

A Treatment with CGEN5021and 15091results in dramatic therapeutic effects
A Studies to elucidate and differentiate the®BCD28f A 1S Ol YRARI 0S&aQ ah!
A Membrane proteins predicted to serve as targets for caneeAb therapy, similar to PBI/PDL-1

15
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CGEN-928

4

CGEN-15001T

Three
Undisclosed

Five
Undisclosed

Pipeline Program Highlights:
Monoclonal Antibody Therapeutics

In Silico
Prediction

& Selection Characterization

mADb Target (uncharacterized gene)
AMultiple myeloma

mADb Target (novel B7-like)
AEpithelial cancers
Almmunotherapy

mADb Targets
AEpithelial cancers

mAb Targets
AEpithelial cancers
Almmunotherapy

Validation
(IHC)

In Vivo POC

Candidate
& Pre-IND

16



I Example: Applying our Capabilities

-compugen | Discovery of Novel Cancer Targets

Prediction of Further

Prediction of Prediction of ) .
all human membrane protemgi refined
proteins = proteins E expressedin =2 prioritization

cancers criteria
(late stage and
drug-resistant)

17



Example: Applying our Capabilities
-compugen | [iscovery of Novel Cancer Targets

Multiple discoveries of novel

cancer target candidates,
e.g., CGEN28 for multiple E

myeloma

Experimental
validation

18



CGEMN28. A Novel Target for

compugen | Nultiple Myeloma and NonHodgkinsLymphoma

CGEM28 as a promising drug target faituximab CGEMNd28as a promising drug target expressed in late
resistantDLBCL stage MM, also on CIB8negative cells

Follow up status

Patient ID| Double cD138 T™21 Stage Bone M-protein Diagnosis
100 (%) Only (%) | Only (%) damage
os L CGEN_928 1123 21.2 0 o ] No 0.45g/dl  [waldenstrom’s|
— 1419 28.9 1.3 o | No 0.58g/dlI Myeloma
= g0 : : :
== - 1088 55.3 2.6 o ] Yes 1.63g/dl Myeloma
= 85 1234 67.6 1 o I Yes 2.46g/dl Myeloma
= 1397 66.9 3.5 0.2 ] No 5.27g/dl Myeloma
[yn] - 1702 31.5 (o] 3.9 I No 0.51g/dl Myeloma
= 80 .
(=) 1723 29.7 1.4 Xz 1 Yes Og/dl Myeloma
= 75 |
O 1060 cs2 |  © 7 No 0g/dl Myeloma
© 70 1655 16.6 1.4 2.5 " Yes 0.41g.dk Myeloma
= 1008 55.2 10.5 0.7 " Yes 2.16g/dl Myeloma
= S5 | 1022 28.4 17.5 8.3 I Yes 3.42g/dl Myeloma
oo 1030 25.5 0.5 17 " No og/dl Myeloma
60 |- | 1434 57.1 0 21.4 i No 2.72g/dl Myeloma
| : -
55 L , P — , 1179 3.3 0.4 15.4 i No 5.41g/dl Myeloma
o > A 6 = 10 1> 1080 50 0.7 z I Yes 6.15g/dl Myeloma
1050 66.1 3 11.9 A Yes 0.51g/dl Myeloma
Time 1701 65.8 0.3 2.9 1B Yes 7.77g/dl Myeloma

Potential Synergistic Effect of CGERI8with CGERNp28for aggressive and drug resistant MM
Bortezomib(Velcadg (Melphalan&Bortezomib

M Control
M Bortezomib alone
CGEN-928 pAb alone
M Combination (Bortezomib + CGEN-928 pAb)

Viable cells (% of control)

CGEN-928 pAb  CGEN-928 pAb  (GEN-928 pAb  CGEN-928 pAb
Sug/ml 10 ug/ml S0 ug/ml 100 ug/ml
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—ompugen | NEW Discovery Platforms

= Expanded activities in the area of ' ’

Immunomodaulatoryproteins

= High industry interest iICompugerdiscovered
B7-like proteins o

= Two new discovery platforms developed
during2011to predict novel
Immunomodulatoryproteins

= Recently completeth silicoprediction and
selection stage

s Results to date:

= Predicted several such novel proteins

= Now entering initial validation studies asAb
drug targets in the field of oncology, and/or as |
protein therapeutics in immunology




= Business Model
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Business Model

Maximize the number oc€ompugerdiscovered product
candidates in the development pipelines of leading
pharmaceutical and biotech companies worldwide,
pursuant to milestone/royaltyr other revenue sharing
arrangements

21
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Pathways for Commercialization

Establishing the Required Infrastructure
Scientists, Science, Predictive Models

Discovery
Collaborations

ATechnol ogy Drive Funded

(Validation - Initial Predictive Models 3'd Party

Unmet Needs

( Move to Market Driven Discovery

~

Pipeline Collaborations
Program [RIERISIRES

2000 | 2001 | 2002 | 2003 | 2004 | 2005 | 2006 | 2007 | 2008 | 2009

2010 | 2011

22



Pathways for Commercialization
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Now in discussions with third parties with respect to all three
commercialization pathways

Pipe”ne Predictive

" l Collaborations " l Discovery

and licenses Collaborations

_Platform

w Various
arrangements for

commercialization

23



Platform Validation Stage Discoveries

compugen

Promising potential therapeutic and diagnostic
product candidates discovered during the
development and validation stages of broadly
applicable predictive discovery capabilities

= Arrangements are being made to advance certai
of these discoveries without the need for further
Compugerfinancial resources, but with
Compugersharing in any future revenues

= Platform validation stage discovery
agreements signed durirgf11

= Pulmonary Fibrosis Foundation and Pittsburgh Uni {
for pulmonary fibrosis therapeutic peptide

= DiscoveRfor ~900peptides designed to potentially \\\ A
serve as GPCR modulating molecules :

= BiolineRx for several peptide drug candidates

24



Pipeline Program Development Progress

s compugen

= Selected therapeutic proteins to be
advanced to prdND stage

= Broadening and acceleratimgAbtherapy
activities for oncology and immunology

= |ncreased number ahAbcandidates

= Planned establishment of kegAbpreclinical

capabilities
» Additional product candidate discoveries

= Additional discovery capabilities
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Financial Status
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= Est. Avalilable
Resources at
9/30/11:
~$34 million*

« Estimated Total
2011Cash Uses:
< $10 million

= Market Cap:
~$170million
NASDAQQGEN
& TASEGGEN.TA

Includes ~82 million 9/30/ 11 ending cash, adjusted for&million from Baize Il Agreement
signed in @&/2011and ~$! million market value of Evogene Ltd (TASE: EVGN.TA) shares
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